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A Tumor-informed, Hybrid Capture-based ctDNA Assay for
Minimal Residual Disease (MRD) Detection
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Specifications ..............................................................................................................................................

® Tissue-based whole exome sequencing (WES)

Assay Type
® Targeted hybrid capture NGS based on proprietary HQS™ technology

® Tissue: FFPE (10um x 10 sections) or FF

Sample Requirement - s T I

Customized panel of up to 1,000 targets including both tissue—informed bespoke
markers and established therapeutic targets of choice

Targets

B IR i Single nucleotide variants (SNVs), Insertions & deletions (InDels)
Sequencing Depth Ultradeep sequencing at >100,000x coverage
Limit of Detection 0.005%~0.0005% ctDNA fraction

Clinical Validation- MRD Detection In Colorectal Cancer- .

Based on the large cohort multi-center study, MRD positivity as determined by the AlphalLiquid®Detect assay
showed a strong association with poor recurrence free survival.
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Differences From Other Testing Methods e
AlphaLiquid®Detect Company N
Experiment Hybrid Capture Multiplex PCR
Number of targets up to 1,000 16—plex
Variant types SNV / InDels SNV
Extra targets Therapeutic targets NA
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